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Abstract
Background: The Coronavirus Disease 2019 (COVID-19) pandemic has highlighted the need to up-
grade vaccine strategies. DNA vaccines are advantageous because of their stability and ease of large-
scale production; however, they often require adjuvants to boost immune response. Liposomal adjuvants 
have emerged as effective immune response enhancers, offering efficient delivery and compatibility 
with biological systems. This study evaluated the immune response induced by a Severe Acute Respi-
ratory Syndrome Coronavirus 2 (SARS-CoV-2) spike protein-encoding DNA vaccine formulated with 
various liposome adjuvants in mice.
Materials and methods: The interleukin (IL)-6 and tumor necrosis factor-alpha (TNF-α) mRNA ex-
pression levels were analyzed by reverse transcription-quantitative polymerase chain reaction. Flow 
cytometry was conducted to characterize leukocyte populations and assess immune activation status. 
Five target cell surface markers were analyzed in this study: CD4+ T, CD8+ T, CD11b+, CD14+, and 
CD45+ leukocytes, along with their corresponding detected cell types.
Result: Among the tested formulations, the PEI25k : DOTAP : cholesterol (2 : 1 : 1) combination show
ed the most significant immunostimulatory effect. This formulation induced the lowest expression levels 
of IL-6 (0.17 ± 0.01) and TNF-α (0.25 ± 0.01) mRNAs in the treatment groups; furthermore, flow 
cytometry revealed robust activation of both adaptive and innate immune subsets, with an increase in 
CD4+ (44.00 ± 1.00), CD8+ (40.00 ± 1.00), CD11b+ (50.00 ± 2.00), CD14+ (42.00 ± 2.000), and CD45+ 
(29.00 ± 1.00) T cell populations. These results demonstrate an integrated immune response charac-
terized by strong T cell activation, myeloid engagement, and recruitment of a broad leukocyte popula-
tion, indicating balanced immunity with reduced inflammation risk.
Conclusions: The PEI25k : DOTAP : cholesterol (2 : 1 : 1) formulation has high potential as a liposome- 
based adjuvant for enhancing the immunogenicity of DNA vaccines. The findings of this study support 
its suitability for further development as a potential adjuvant candidate, particularly for improving DNA 
vaccine delivery and immunogenicity against SARS-CoV-2.
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Introduction

According to the World Health Organization update in 
February 2025, Coronavirus Disease 2019 (COVID-19), 
caused by the Severe Acute Respiratory Syndrome 
Coronavirus 2 (SARS-CoV-2) virus, has resulted in 
more than 777 million reported cases and 7 million 
deaths globally, making it one of the most widespread 
and lethal infectious diseases in recent history (Lin et 
al. 2025). Human-to-human transmission of SARS-CoV-2 
is primarily mediated by the virus’s spike (S) protein or 
envelope spike, which is responsible for invading the 
host cell (Parry et al. 2023). Following its entry, the vi-
rus replicates in the cell, which induces immune cells to 
secrete cytokines (Kang et al. 2020; Darif et al. 2021). 
Therefore, developing a reliable immunization strategy 
to protect against SARS-CoV-2 infection is a critical 
need. Interleukin-6 (IL-6) and tumor necrosis factor- 
alpha (TNF-α) are the major pro-inflammatory media-
tors involved in regulating the immune response to vi-
ral pathogens, including SARS-CoV-2 (Ye et al. 2020; 
McElvaney et al. 2020; Gorham et al. 2020; Dhall et al. 
2021; Chen et al. 2022). According to previous reports, 
elevated IL-6 and TNF-α levels are closely associated 
with disease severity in COVID-19, contributing to sys-
temic inflammation, cytokine storm, and multi-organ 
damage in patients with severe disease (Schultheiß et al. 
2022). These cytokines are primarily produced by acti-
vated macrophages, monocytes, and T cells in response 
to viral recognition by innate immune sensors such 
as Toll-like receptors (TLRs) (Ciesielska et al. 2021; 
Smaoui and Yahyaoui 2021). For vaccination, regulated 
stimulation of IL-6 and TNF-α is crucial to trigger early 
defense mechanisms and facilitate antigen processing, 
T cell activation, and development of long-lasting adap-
tive immunity (Tanaka et al. 2014; Schoenmaker et al. 
2021). However, excessive or prolonged cytokine ex-
pression may result in adverse inflammatory outcomes 
(Medzhitov 2008; Newton and Dixit 2012; Tanaka et al. 
2014; Pinti et al. 2016). Therefore, it is critical to eva
luate the expression levels of IL-6 and TNF-α to better 
understand the balance between vaccine-induced pro-
tection and potential inflammation.

According to a previous study, over 10 billion doses 
of various COVID-19 vaccine platforms, such as mRNA-
based, viral vector-based, and DNA-based vaccines, 
have been administered worldwide (Viana et al. 2022). 
Several DNA vaccines have received regulatory approval 

in veterinary medicine, targeting diseases such as West 
Nile virus infection in horses (Redding and Weiner 
2009; Aida et al. 2021). In recent years, numerous pro-
phylactic DNA vaccine candidates have also advanced 
to human clinical trials, including those developed for 
Ebola virus, Chikungunya, HIV, and Zika virus (Muth-
umani et al. 2016; Gary and Weiner 2020; Ledesma- 
Feliciano et al. 2023). ZyCoV-D, a DNA vaccine against 
SARS-CoV-2, demonstrated 67% efficacy in clinical  
trials conducted in India during the dominance of the 
Delta variant (Mallapaty 2021). Beyond viral patho-
gens, ongoing preclinical and clinical investigations 
extend DNA vaccine applications to non-viral targets 
such as Pseudomonas aeruginosa, Staphylococcus aureus, 
tuberculosis, and cancer (Patel et al. 2017; Lee et al. 
2018; Jahanafrooz et al. 2020; Sefidi-Heris et al. 2020), 
thereby highlighting the broad versatility of DNA vac-
cine platforms. This underscores the benefits of DNA 
vaccines, including flexibility in delivering multiple 
antigens, capacity to stimulate humoral and cellular 
immune responses, inherent stability, favorable safety 
profile, and suitability for mass manufacturing (Hayat 
Khan 2013; Smith et al. 2020; Narayanan et al. 2022; 
Ledesma-Feliciano et al. 2023). Adjuvants, defined as 
supplementary compounds added to vaccines to effi
ciently stimulate and enhance immune activity, have 
a critical role in boosting the immunogenicity of DNA-
based vaccines (Pulendran et al. 2021; Facciolà et al. 
2022; Narayanan et al. 2022). Delivery system adju-
vants, such as liposomes, have been successfully uti-
lized in mRNA-based COVID-19 vaccines, achieving up 
to 95% efficacy in the BNT162b2 vaccine series (Fan 
et al. 2022), thus demonstrating the potential of lipo-
somes as safe and effective vaccine adjuvants. There-
fore, polymer-based liposome formulations are required 
for preparing such adjuvants. Polyethylenimine (PEI), 
a cationic polymer widely used as a gene carrier, has  
an amino-rich structure that provides high positive charge 
density and has the potential to enhance liposome stabil-
ity and strengthen structural integrity (Liang et al. 2019; 
Dai et al. 2020; Sriwidodo et al. 2022). Based on previ-
ous studies, high-molecular-weight PEI polymers, such 
as PEI25k, can improve the specificity of gene delivery 
and possess high transfection efficiency (Song et al. 
2012; Lu et al. 2020). However, PEI25k is inherently 
toxic, which limits its application as an adjuvant (Lu et al. 
2020). To address this issue, PEI/DNA polyplexes are 
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commonly conjugated with cholesterol (Song et al. 
2012). Cholesterol, as a neutral lipid, can eliminate ex-
cess free PEI25k chains and influence how the PEI25k/
cholesterol complex associates with cellular mem-
branes, thereby reducing membrane damage and sup-
pressing PEI25k-associated cytotoxicity (Song et al. 
2012). The use of cationic lipids such as 1,2-dioleoyl-
3-trimethylammonium propane (DOTAP) can remark-
ably improve the effectiveness and structural stability 
of liposomes by enabling electrostatic interactions with 
DNA (Miatmoko et al. 2023).

Previous studies have shown that immunity gene
rated after SARS-CoV-2 vaccination involves lympho-
cytes such as CD4+ T cells, which secrete cytokines that 
modulate the activation and specialization of additional 
immune components, and CD8+ T cells, which exhibit 
cytotoxic activity by producing perforin and granzyme 
to trigger cell death in virus-infected targets. Additio
nally, CD45, a leukocyte marker expressed on almost 
all hematopoietic cells, is vital for signaling through  
antigen receptors in lymphocytes, thereby playing 
a regulatory role in both early and acquired immune 
functions (Schmid et al. 2018; Courtney et al. 2019; 
Tiyo et al. 2021). This vaccine activates early immune 
cells such as macrophages, dendritic cells, neutro-
phils, and natural killer (NK) cells, which subsequently 
trigger adaptive immune responses; these cells carry 
markers such as CD11b and CD14, which serve as co-
receptors for lipopolysaccharide (LPS) detection, thus 
playing a crucial role in initiating innate immune sig-
naling and facilitating pathogen clearance (Wu et al. 
2019; Ciesielska et al. 2021; Tiyo et al. 2021). These 
markers reflect the complex cellular interplay underly-
ing vaccine-induced immunity. In the present study, we 
evaluated how different liposome-based adjuvant formu-
lations – consisting of PEI25k, DOTAP, and choleste- 
rol – influence immune modulation when combined 
with a plasmid DNA encoding the SARS-CoV-2 spike 
protein. These formulations were evaluated for their 
ability to induce immune responses, particularly 
through the expression of IL-6 and TNF-α mRNAs and 
the activation of leukocyte populations. The findings 
of this study are expected to support the development 
of a liposome-based adjuvant for improving DNA vac-
cine delivery and immunogenicity against SARS-CoV-2 
that aligns with global health strategies.

Materials and methods
Ethical statement

The animal procedures in this study received ethical 
clearance from the Health Research Ethics Committee 
of Dr. Cipto Mangunkusumo National General Hospi-
tal, Faculty of Medicine, Universitas Indonesia, Depok, 
Indonesia (Approval Number: KET-111/UN.F1/ETIK/
PPM.00.02/2024) under protocol number 23-12-2078, 
in accordance with ethical standards and scientific guide-
lines. Female BALB/c mice (8 weeks old) were sacrificed 
through neck dislocation (Lofgren et al. 2019).

Spike (S) protein cloning, expression, and purification

A plasmid containing the SARS-CoV-2 spike (S) pro- 
tein gene (9254 bp), obtained by double digesting 
the recombinant pcDNA3.1 full-length spike plasmid 
with restriction enzymes XhoI and XbaI (Figure S1), 
was introduced into Escherichia coli TOP10 cells. 
The transformed E. coli TOP10 cells were grown in 
1 l Luria-Bertani (LB) broth containing 5 g yeast ex-
tract (Sigma-Aldrich Inc., Burlington, MA, USA), 10 g 
NaCl (Sigma-Aldrich Inc.), and 10 g tryptone (Oxoid 
Ltd., Basingstoke, Hampshire, UK). A starter culture 
of the recombinant E. coli was initially cultivated in 
10 ml selective medium containing ampicillin (Sigma-
Aldrich Inc.) for 2–3 h; the culture medium volume 
was then scaled up to 1 l under shaking condition at  
200 rpm for 16 h at 37°C. S protein plasmids were 
extracted using the alkaline lysis method, purified 
with the DNA-midi™ GT Plasmid DNA Purification Kit  
(iNtRON, Seongnam-si, Gyeonggi-do, Republic of Ko-
rea), and analyzed by electrophoresis with 1% agarose 
gel prepared in 1× TAE buffer; the gel was mixed with 
6× loading dye and stained with ethidium bromide for 
20 min.

Vaccination of mice

Plasmid DNA (50 μg) containing the sequence 
for the SARS-CoV-2 spike (S) protein was dissolved 
in 100 μl PBS and combined with an equal amount 
(100 μl) of one of the following liposomal formula-
tions: PEI25k : cholesterol (1 : 1), PEI25k : DOTAP 
(1 : 1), PEI25k : DOTAP : cholesterol (1 : 1 : 1), or 
PEI25k : DOTAP : cholesterol (2 : 1 : 1). The DNA-lipo- 
some mixtures were prepared in microtubes by gentle 
pipetting to ensure homogeneous complex formation. 
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Freund’s adjuvant was used as the reference control. 
BALB/c mice were intramuscularly immunized in the 
rectus femoris muscle. Four injections were adminis-
tered per mouse at the intervals of 2 weeks. Two weeks 
after the final booster dose, mice were euthanized, and 
their spleen tissues and peritoneal exudate cells were 
isolated for RT-qPCR and flow cytometry analysis, re-
spectively.

RT-qPCR

Total RNA was isolated from spleen tissues of 
BALB/c mice by using a modified protocol in RNase-
free conditions to preserve RNA quality, employing 
GENEzol reagent (Geneaid Biotech Ltd., Taiwan).  
Total RNA concentration and purity were estimated 
using a Nanodrop spectrophotometer (Thermo Fisher 
Scientific, Waltham, MA, USA). Primer sequences 
for the target genes were generated using the NCBI 
Primer-Blast tool (https://www.ncbi.nlm.nih.gov/tools/ 
primerblast/). RT-qPCR was performed using the 
SensiFAST™ SYBR No-ROX One-Step Kit (Meridian 
Bioscience, Cincinnati, OH, USA) in accordance with 
the manufacturer’s instructions. Gene expression ana
lysis was conducted using the QuantStudio 5 Real-Time 
PCR System (Thermo Fisher Scientific). Thermal cy-
cling parameters were as follows: initial incubation 
at ≥ 37°C for 15 min; enzyme inactivation at 95°C for  
10 min; and 40 amplification cycles comprising dena-
turation at 95°C for 10 s, annealing and fluorescence 
acquisition at 60°C for 30 s, and extension at 72°C for 
30 s. GAPDH served as the internal control to norma
lize gene expression levels (Ghulam et al. 2022). Rela-
tive cytokine expression levels were determined us-
ing the comparative Ct method (ΔCt), and the 2(–ΔΔCt) 
formula was used to determine fold changes in gene 
expression (Schmittgen and Livak 2008). The respec-
tive primers used for IL-6, TNF-α, and GAPDH were as 
follows: 5′-GAGTCACAGAAGGAGTGGCTAAG-3′ (for-
ward), 5′-ACCACAGTGAGGAATGTCCAC-3′ (reverse); 
5′-GCAACTGGCAGAAGAGGCACTC-3′ (forward), 
5′-GCAGGAATGAGAAGAGGCTGAGAC-3′(reverse); 
and 5′-CGTCTTCACCACCATGGAGA-3′ (forward), 
5′-CGGCCATCACGCCACAGTTT-3′ (reverse).

Flow cytometry

The following five target cell surface markers were 
used: CD4 (APC-conjugated: eBioscience, Cat. No. 

17-0112, 1 : 800), CD8 (PE-conjugated: eBioscience, 
Cat. No. 12-0081, 1 : 400), CD11b (FITC-conjugated: 
eBioscience, Cat. No. 17-0041, 1 : 400), CD14 (FITC-
conjugated: eBioscience, Cat. No. 11-0141, 1 : 100), and 
CD45 (PE-conjugated: eBioscience, Cat. No. 12-0451,  
1 : 800) (Thermo Fisher), along with their correspond-
ing detected cell types (Delmonte and Fleisher 2019; 
Goodwin et al. 2020). Next, 55 µl peritoneal exudate 
was prepared, and an antibody mixture with flow cyto
metry staining buffer was added to each microtube 
containing the sample to make up the final volume to  
110 µl. The samples were incubated for 30 min at 2–8°C 
in the dark. The cells were then washed with 200 µl  
flow cytometry staining buffer containing PBS and 
bovine serum albumin, followed by centrifugation at 
400–600 × g for 5 min at ambient temperature; subse-
quently, the supernatant was carefully removed. The in-
cubation and washing steps were repeated twice before 
staining the cells with 7-AAD viability staining solution 
(Thermo Fisher Scientific). Samples were incubated 
for 5–15 min at 2–8°C and then measured by Attune 
NxT flow cytometer (Thermo Fisher Scientific) (Lin  
et al. 2025).

Statistical analysis

The Shapiro-Wilk test was conducted to assess data 
normality. Data with normal distribution were analyzed 
with one-way ANOVA followed by Tukey’s post-hoc 
analysis; the results were visualized with GraphPad 
Prism software (San Diego, CA, USA). Different letters 
indicate significant differences between the groups  
(p < 0.05; n = 3). The average values and standard  
deviations were determined from a minimum of three 
independent experiments (Negari et al. 2021).

Results
IL-6 and TNF-α mRNA expression levels in mice spleen

To evaluate the inflammatory response induced by 
liposome-based adjuvant on SARS-CoV-2 spike protein-
encoding DNA, the mRNA expression levels of the pro-
inflammatory cytokines IL-6 and TNF-α in spleen tissues 
of mice were analyzed by RT-qPCR. As shown in Figu- 
re 1A, IL-6 expression was analyzed across the treat-
ment groups. The inclusion of PEI25k in liposomal 
formulations enhanced DNA delivery and immune ac-
tivation (Lu et al. 2020). PEI25k, a cationic polymer, 
promotes endosomal escape and transfection efficiency 
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(Shen et al. 2018; Dai et al. 2020); it also activates innate 
immune sensors such as TLRs, leading to the increased 
production of cytokines, including IL-6 (Jia et al. 2013). 
The lipid DOTAP further contributed by forming stable 
lipoplexes with DNA and facilitating antigen uptake by 
dendritic cells (Miatmoko et al. 2023). Cholesterol stabi-
lized the lipid bilayer and modulated immune responses 
by reducing membrane fluidity and cytotoxicity asso
ciated with PEI25k, thereby attenuating TLR-mediated 
IL-6 production (Song et al. 2012; Pasarin et al. 2023). 
According to previous studies, IL-6 – released by macro-
phages, dendritic cells, and T cells – functions as an inflam-
matory mediator following antigen exposure and serves 
as a crucial link between the innate and adaptive immune 
system by driving the maturation of naïve CD4+ T cells 
into effector lineages such as Th17 cells (Scheller et al. 
2011; Tanaka et al. 2014). Notably, the lowest IL-6 expres-
sion was observed in the PEI25k : DOTAP : cholesterol 
(2 : 1 : 1) + DNA group, with a fold change of 0.17 ± 0.01 
(p < 0.05), suggesting effective modulation of inflamma-
tory responses and reduced risk of excessive immune 
activation.

Next, we examined TNF-α expression levels across 
all treatment groups (Figure 1B). Among the tested ad-
juvants, PEI25k showed a dual role in TNF-α modula-
tion. As a polycationic polymer, PEI25k promotes DNA 
condensation and endosomal escape, thereby enhancing 

antigen presentation. The lipid DOTAP also contributed 
to the regulation of TNF-α expression. DOTAP can sti
mulate antigen uptake and enhance endosomal escape. 
Moreover, as a cationic lipid, it can also stimulate innate 
immune sensors such as pattern recognition receptors 
(PRRs), for example, TLR2 and TLR4, resulting in in-
creased TNF-α production (Tretiakova and Vodovozova 
2022). Cholesterol, a neutral helper lipid, is essential 
for regulating the membrane fluidity and stability of lipo
somal carriers (Briuglia et al. 2015; Tada et al. 2015;  
Kaddah et al. 2018; Wang et al. 2024). In addition to 
its structural benefits, cholesterol can influence im-
mune signaling, which affects the clustering and acti-
vation of TNF receptor-associated pathways (Garcia et 
al. 2023). TNF-α showed the lowest expression in the 
PEI25k : DOTAP : cholesterol (2 : 1 : 1) + DNA group, 
with a fold change of 0.25 ± 0.01 (p < 0.05), indicating 
minimal systemic inflammation. This aligns with the find-
ings of previous studies, which showed that TNF-α,  
an early-response cytokine produced by activated macro-
phages, mediates inflammation, leukocyte recruitment, 
and apoptosis during infection or immunization (Silva  
et al. 2019; Schultheiß et al. 2022; Chen et al. 2022).

In the present study, the suppression of both IL-6 
and TNF-α indicates that the optimized liposomal formu-
lation not only facilitates antigen delivery but also con-
tributes to controlled immune activation. Taken together, 

Figure 1. Reduction in the mRNA level expression. SARS-CoV-2 spike protein-encoding DNA vaccines formulated with the following 
liposomal formulations were administered to mice: PEI25k : cholesterol (1 : 1), PEI25k : DOTAP (1 : 1), PEI25k : DOTAP : 
cholesterol (1 : 1 : 1), and PEI25k : DOTAP : cholesterol (2 : 1 : 1). Post-vaccination, spleen tissues of mice from all the abovementioned 
groups were analyzed by RT-qPCR for the expression levels of (A) IL-6 and (B) TNF-α gene relative to the GAPDH gene. Different

letters indicate significant differences between the groups (p < 0.05; n = 3)
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these findings demonstrate that the PEI25k : DOTAP : 
cholesterol (2 : 1 : 1) formulation exhibits strong immu-
nomodulatory potential by downregulating key inflam-
matory cytokines involved in early immune responses. 
This observation supports its utility as an effective ad-
juvant system for DNA vaccines targeting SARS-CoV-2 
and potentially other infectious pathogens.

Comparative phenotypic profiling of immune cells

To assess the immune cell populations induced by 
liposome-based adjuvant on SARS-CoV-2 spike protein-
encoding DNA, flow cytometry analysis was performed 
on peritoneal exudate cells collected from mice. Leuko-
cyte subsets were identified using fluorescent-labeled 
antibodies targeting the following cell surface markers: 
CD4+, CD8+, CD11b+, CD14+, and CD45+. These markers, 
commonly referred to as clusters of differentiation (CD), 
serve as essential tools in immunophenotyping, as 
they mediate signal recognition, antigen presentation, 
and intercellular communication across the innate and 
adaptive branches of the immune system (Kalina et al. 
2019; Delmonte and Fleisher 2019). Previous studies 
have revealed that CD4+ and CD8+ T lymphocytes are 
the primary components of the adaptive immune sys-
tem, CD4+ helper T cells support the activity of antigen-
presenting cells (APCs) and stimulate B cell responses, 
and CD8+ cytotoxic T lymphocytes (CTLs) target and 
destroy virus-infected cells by releasing granzyme and 
perforin (WØrzner et al. 2021).

In COVID-19, several immune cell surface markers 
are closely associated with IL-6- and TNF-α-mediated 
inflammation. CD4+ T cells contribute to the elevated 
levels of IL-6 and TNF-α through Th1/Th17 pathway 
activation (Kalina et al. 2019; Merad and Martin 2020; 
Schultheiß et al. 2022), while CD8+ T cells contribute 
to TNF-α secretion and can exacerbate tissue dam-
age (Iwasaki and Medzhitov 2015; Kalina et al. 2019). 
CD11b+ myeloid cells, including macrophages and neu-
trophils, are the significant sources of these cytokines 
during cytokine storms (Schmid et al. 2018). CD14+ 
monocytes are also upregulated in severe cases and 
promote pro-inflammatory cytokine release following 
viral sensing (Wu et al. 2019; Ciesielska et al. 2021).  
Additionally, CD45+ leukocyte infiltration correlates  
with the elevated levels of IL-6 and TNF-α in inflam- 
ed tissues, indicating widespread immune activation 
(Courtney et al. 2019; Kalina et al. 2019).

The PEI25k : DOTAP : cholesterol (2 : 1 : 1) + DNA 
group induced the highest percentages of T lympho-
cytes among all the groups. As shown in Figures 2A and 
2B, the percentages of CD4+ T (44.00 ± 0.50, p < 0.05) 
and CD8+ T cells (40.00 ± 1.00, p < 0.05) indicated 
strong activation of the adaptive immune system. This 
group also exhibited significantly elevated expression of  
CD11b+ (50.00 ± 2.00) and CD14+ cells (42.00 ± 2.00) 
(p < 0.05), which are commonly associated with cells 
of the myeloid lineage, including monocytes, macro-
phages, and antigen-presenting dendritic cells (Figures 2C 
and 2D). CD11b+, an integrin molecule, is vital for mediat-
ing leukocyte attachment and movement during inflam-
matory responses. CD14+ functions as a co-receptor for 
LPS recognition, facilitating innate immune activation 
through TLR4 signaling (Newton and Dixit 2012; Silva 
et al. 2019). High levels of these markers suggest that 
PEI25k : DOTAP : cholesterol (2 : 1 : 1) + DNA not only 
stimulated T cell responses but also activated APCs cru-
cial for initiating the immune response. This activation 
is particularly important during SARS-CoV-2 infection, 
as effective antigen presentation is necessary to elicit 
a strong immune defense targeting the viral spike protein 
(Merad and Martin 2020; Karwaciak et al. 2021).

As reported previously, PEI25k improves antigen 
delivery and facilitates endosomal escape; this stimu-
lates CD4+ and CD8+ T cells and activates CD11b+, 
CD14+, and CD45+ immune cells through TLR signal-
ing pathways, thereby elevating IL-6 and TNF-α levels, 
which may lead to excessive inflammation in COVID-19 
(Song et al. 2012; Lu et al. 2020; Dai et al. 2020; Dhall 
et al. 2021). Similarly, DOTAP enhances the internali
zation of antigens and their presentation through both 
MHC class I and II pathways, promoting CD4+ and CD8+  
T cell responses while activating CD11b+, CD14+, and 
CD45+ cells; this also results in elevated pro-inflamma-
tory cytokine levels (Tada et al. 2015; Tretiakova and 
Vodovozova 2022). Cholesterol plays a regulatory role 
by stabilizing lipid bilayers and modulating lipid rafts 
involved in TCR signaling, helping to balance CD4+ and 
CD8+ activation and reduce excessive IL-6 and TNF-α 
secretion from CD11b+, CD14+, and CD45+ cells by pre-
venting overactivation of innate immune pathways (Pa
sarin et al. 2023; Garcia et al. 2023; Wang et al. 2024). 
CD45, a leukocyte marker, is essential for T and B cell 
receptor signaling, and its upregulation reflects general 
immune activation; thus, its modulation by liposomal 



7Effect of PEI25k/DOTAP/cholesterol liposomal formulation on the immunogenicity of SARS-CoV-2 spike protein-encoding DNA vaccine

CD
4+  T

 c
el

ls
 (%

)

CD
8+  T

 c
el

ls
 (%

)

50

25

0

50

25

0

D D D
C

D
D D D CD

C

A
A

B

B

A

Figure 2. Phenotypic characterization of immune cells 
induced by the SARS-CoV-2 spike protein-encoding DNA 
vaccine with the liposome-based adjuvant. Mouse exudate 
peritoneal cells were labeled with monoclonal antibodies for 
detecting (A) CD4+ T cells, (B) CD8+ T cells, (C) CD11b+ cells, 
(D) CD14+ cells, and (E) CD45+ leukocytes. The labeled cells 
were analyzed by Attune flow cytometry, and the viability 
of the cell population was determined by 7-AAD staining. 
Different letters indicate significant differences between

the groups (p < 0.05; n = 3)

CD
45

+  le
uk

oc
yt

es
 c

el
ls

 (%
)

35

28

21

14

7

0

C
C

C
C

C

A

B

E

B
CD

11
b+  c

el
ls

 (%
)

CD
14

+  c
el

ls
 (%

)

60

40

20

0

50

25

0

CD DE
C C

E
CD

E
DE

BC
BC

A A

B
B

C D

FA
 +

 H
GB

FA
 +

 D
NA

P 
: C

 (1
 : 1

) +
 D

NA
P 

: D
 (1

 : 1
) +

 D
NA

P 
: D

 : C
 (1

 : 1
 : 1

) +
 D

NA
P 

: D
 : C

 (2
 : 1

 :  
1)

 +
 D

NA
P 

: D
 : C

 (1
 : 1

 : 1
) +

 H
GB

FA
 +

 H
GB

FA
 +

 D
NA

P 
: C

 (1
 : 1

) +
 D

NA
P 

: D
 (1

 : 1
) +

 D
NA

P 
: D

 : C
 (1

 : 1
 : 1

) +
 D

NA
P 

: D
 : C

 (2
 : 1

 :  
1)

 +
 D

NA
P 

: D
 : C

 (1
 : 1

 : 1
) +

 H
GB

FA
 +

 H
GB

FA
 +

 D
NA

P 
: C

 (1
 : 1

) +
 D

NA
P 

: D
 (1

 : 1
) +

 D
NA

P 
: D

 : C
 (1

 : 1
 : 1

) +
 D

NA
P 

: D
 : C

 (2
 : 1

 :  
1)

 +
 D

NA
P 

: D
 : C

 (1
 : 1

 : 1
) +

 H
GB

FA
 +

 H
GB

FA
 +

 D
NA

P 
: C

 (1
 : 1

) +
 D

NA
P 

: D
 (1

 : 1
) +

 D
NA

P 
: D

 : C
 (1

 : 1
 : 1

) +
 D

NA
P 

: D
 : C

 (2
 : 1

 :  
1)

 +
 D

NA
P 

: D
 : C

 (1
 : 1

 : 1
) +

 H
GB

FA
 +

 H
GB

FA
 +

 D
NA

P 
: C

 (1
 : 1

) +
 D

NA
P 

: D
 (1

 : 1
) +

 D
NA

P 
: D

 : C
 (1

 : 1
 : 1

) +
 D

NA
P 

: D
 : C

 (2
 : 1

 :  
1)

 +
 D

NA
P 

: D
 : C

 (1
 : 1

 : 1
) +

 H
GB



8 Indira P. Negari, Azka N. Khoerunnisa, Tarwadi, Anissa N. Sari, Sabar Pambudi, Irvan Faizal, Cindy M. Septani

components influences the overall inflammatory profile 
(Courtney et al. 2019). During SARS-CoV-2 infection, 
the regulation of these immune markers is essential to 
balance hyperinflammation prevention with the deve
lopment of effective antiviral immunity following vac-
cination (Gómez-Rial et al. 2020).

Moreover, the percentages of CD45+ leukocytes 
(29.00 ± 1.00, p < 0.05) support the observation of re-
cruitment and activation of a broad range of leukocytes 
(Figure 2E). CD45 is found on the majority of hemato-
poietic-derived cells; this marker is essential for regulat-
ing T and B cell receptor signaling and serves as an indi-
cator of general leukocyte activation (Amon et al. 2023). 
Taken together, the increased expression of both innate 
(CD11b+ and CD14+ cells) and adaptive (CD4+ and CD8+ 
T cells) markers in the PEI25k : DOTAP : cholesterol 
(2 : 1 : 1) + DNA group indicates an integrated immune 
activation, supporting the adjuvant potential of this lipo
somal formulation in DNA vaccine delivery. Recent 
findings indicate that CD45+ leukocytes are the key  
contributors to the immune response observed in 
COVID-19-related inflammation, with their activation 
strongly linked to elevated IL-6 and TNF-α levels in 
patients with severe disease (Korn and Hiltensperger 
2021; Schultheiß et al. 2022; Jin 2020). PEI25k enhanc-
es immune cell activation by promoting DNA delivery 
and TLR signaling, indirectly increasing CD45+ cell acti
vation and contributing to pro-inflammatory cytokine 
production (Lu et al. 2020). Similarly, DOTAP enhances 
antigen uptake and stimulates CD45+ monocytes and 
dendritic cells, further amplifying IL-6 and TNF-α ex-
pression (Tada et al. 2015). Cholesterol modulates 
lipid raft organization and stabilizes immune cell mem-
branes, helping regulate CD45-mediated signaling and 
reducing the risk of excessive cytokine release from 
CD45+ cells (Garcia et al. 2023). Taken together, these 
components distinctly influence CD45+ cell behavior 
and downstream inflammatory responses, highlighting 
the importance of balanced liposomal formulation in 
vaccine design.

Density of T cell-associated double-positive
immune subsets

To compare baseline immune activation, flow cyto
metry analysis was performed on the liposomal formu
lations. The PEI25k : DOTAP : cholesterol (2 : 1 : 1) + 
DNA group showed the highest cell population among 

all groups. As shown in Figure 3A, the CD4+CD8+ cell 
population (38.3 ± 1.16, p < 0.05) indicated activation 
of the adaptive immune system. This is consistent with 
previous findings, wherein PEI25k enhances antigen 
delivery, leading to the induction of CD4+ and CD8+  
T cell responses, and cholesterol contributes to the ba
lanced activation of both cell types; this observation 
aligns with earlier studies indicating that an effective 
SARS-CoV-2 vaccine largely depends on strong CD4+ 
and CD8+ T cell-mediated immunity (Merad and Mar-
tin 2020). Figure 3B depicts the cell population of 
CD4+CD11+ (38.64 ± 1.18, p < 0.05); as shown in this 
figure, the stimulation of CD11b+ immune cells through 
TLR signaling by PEI25k elevates inflammation due to 
elevated pro-inflammatory IL-6 and TNF-α levels, con-
sistent with the findings that SARS-CoV-2 antigens can 
activate CD11b+ myeloid cells to drive inflammatory 
cytokine production (Shen et al. 2018; Li et al. 2018; 
Schmid et al. 2018). In addition to the cell population 
of CD4+CD14+ (21.05 ± 0.53, p < 0.05), which shows 
a significant increase in lymphocyte and macrophage 
populations across all groups (Figure 3C). According 
to previous studies, the innate and adaptive immune 
activation is likely driven by efficient antigen delivery 
and presentation through the PEI-based liposomal sys-
tem; this aligns with earlier reports that SARS-CoV-2 
infection and vaccination induce CD14+ monocytes 
that coordinate inflammatory and antiviral responses 
(Yan and Huang 2007; Ordóñez-Gutiérrez et al. 2015; 
Sengupta et al. 2022). As shown in Figure 3D, the cell 
population of CD4+CD45+ (13.77 ± 0.42, p < 0.05) in-
dicated activation of a broad range of leukocytes. This 
observation suggests that the formulation effectively 
promotes expansion of immune cell repertoire and fa-
cilitates sustained adaptive signaling; this is consistent 
with the role of PEI25k in enhancing DNA delivery and 
antigen presentation and highlights the critical contri-
bution of CD45+ leukocytes to SARS-CoV-2 immunity 
and vaccine responsiveness (Song et al. 2012; Negari 
et al. 2025). Figure 3E also showed a marked eleva-
tion in the CD8+CD11b+ cell population (39.17 ± 0.50, 
p < 0.05). This elevation reflects a strong cytotoxic 
response coupled with myeloid activation, supporting 
higher IL-6 and TNF-α levels; this finding agrees with 
previous evidence that cytotoxic T-cell and CD11b+ my-
eloid activation are the key features of effective SARS-
CoV-2 vaccine-induced immunity (Tanaka et al. 2014; 
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Karwaciak et al. 2021). These results highlight the po-
tency of PEI25k : DOTAP : cholesterol in promoting 
cytotoxic T-cell response and stimulating the innate im-
mune system.

Taken together, the findings from Figures 3A–E 
show that PEI25k : DOTAP : cholesterol (2 : 1 : 1) + 
DNA consistently induced the highest immune cell 
activation across multiple T cell subsets, including 
CD4+CD8+, CD4+CD11b+, CD4+CD14+, CD4+CD45+, 
and CD8+CD11b+ T cell populations. This broad activa-
tion profile reflects both adaptive and innate immune 
stimulation, characterized by enhanced T-cell prolif-
eration, leukocyte engagement, macrophage recruit-
ment, and cytotoxic activity (Iwasaki and Medzhitov 
2015; Pinti et al. 2016; Zimmermann and Curtis 2019). 
The results strongly support the application of PEI25k 
: DOTAP : cholesterol as an effective liposomal adjuvant 
formulation, capable of promoting robust antigen deliv-
ery and eliciting balanced immune responses critical 
for enhancing the efficacy of spike-protein encoding  
SARS-CoV-2 DNA vaccine. The consistent activation 
of multiple immune subsets also highlights the formula-
tion’s ability to enhance overall immunogenicity, which 
is essential for generating long-lasting and effective im-
mune protection against SARS-CoV-2.

Density of myeloid-associated double-positive
immune subsets

To assess immune responses across all groups,  
the liposomal formulation was subjected to flow groups. 
As shown in Figure 4A, the cell population of CD8+CD14+ 
(38.00 ± 1.00, p < 0.05) was the highest. This increase 
reflects strong cytotoxic T-cell activity accompanied by 
monocyte/macrophage recruitment, indicating effec-
tive coordination between adaptive and innate immune 
responses; this finding is consistent with reports that 
SARS-CoV-2 vaccines rely on CD8+ T cells and monocyte 
subsets for antiviral defense (Zimmermann and Curtis 
2019; Garcia et al. 2023). As shown in Figure 4B, the 
cell population of CD8+CD45+ (23.26 ± 0.29, p < 0.05) 
indicates CD45 expression on cytotoxic T cells, thus 
suggesting robust leukocyte activation and supporting 
the role of the PEI25k-based formulation in promoting 
broad immune signaling and sustained antigen-specific 
responses; this observation agrees with previous find-
ings that CD45+ cytotoxic T cell activity is a hallmark 
of effective SARS-CoV-2 vaccine-induced immunity 

(Song et al. 2012; Courtney et al. 2019). As depicted in 
Figure 4C, the cell population of CD11b+CD14+ (45.56 
± 0.74, p < 0.05) reflects strong co-expression, which 
highlights enhanced activation of myeloid-derived cells, 
particularly monocytes and macrophages – key drivers 
of inflammatory processes and release of cytokines such 
as IL-6 and TNF-α; this result aligns with previous evi-
dence that SARS-CoV-2 infection and vaccination trig-
ger CD11b+CD14+ myeloid activation as part of immune 
regulation (Schmid et al. 2018; Wu et al. 2019; Ciesielska 
et al. 2021). Figure 4D shows a significant increase in 
CD45+CD11b+ cell population (22.50 ± 0.35, p < 0.05). 
This result suggests that helper T-cell activation was 
closely linked with myeloid cell engagement, indicating 
that the liposomal formulation effectively bridges adap-
tive and innate immune pathways, which is consistent 
with previous studies showing that SARS-CoV-2 vaccines 
enhance interactions between CD45+ lymphocytes and 
CD11b+ myeloid cells to sustain immunity (Vašíček and 
Balazi 2015; Courtney et al. 2019). Finally, as illustrated 
in Figure 4E, the cell population of CD45+CD14+ (16.63 
± 0.47, p < 0.05) underscores broad leukocyte involve-
ment with strong monocyte/macrophage participation, 
further confirming the ability of this adjuvant system to 
amplify inflammatory and antigen-presenting cell activ-
ity; this observation agrees with previous reports that 
CD14+ monocytes are the key contributors to immune 
activation triggered by SARS-CoV-2 vaccination (Kalina 
et al. 2019; Rosales 2020).

Taken together, the results described in Figures 4A–E 
demonstrate that PEI25k : DOTAP : cholesterol (2 : 1 : 1) 
+ DNA consistently enhanced immune activation across 
multiple immune cell subsets, such as CD8+ cytotoxic  
T lymphocytes, CD4+ helper T cells, and myeloid-derived 
populations. The significant increase in CD8+CD14+, 
CD8+CD45+, CD11b+CD14+, CD4+CD11b+, and CD45+CD14+ 
populations indicates an integrated stimulation of both 
adaptive and innate immune responses. These findings 
confirm that the PEI25k-based liposomal adjuvant not 
only promotes antigen-specific T cell responses but also 
strengthens the activity of monocytes and macrophages, 
resulting in the elevated production of pro-inflammatory 
cytokines (Lu et al. 2020; Rosales 2020). Altogether, 
this broad immune engagement highlights the potency 
of PEI25k : DOTAP : cholesterol as a versatile adjuvant 
for SARS-CoV-2 spike protein-encoding DNA vaccine  
formulations. Moreover, the ability to simultaneously 
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activate diverse immune cell subsets emphasizes the 
strong immunogenicity of this adjuvant, which is es-
sential for generating durable and protective antiviral 
immunity.

Discussion

The effectiveness of vaccines can be determined by 
quantifying the expression levels of pro-inflammatory 
cytokines, particularly IL-6 and TNF-α, which contri
bute substantially to innate immune activation (Tanaka 
et al. 2014; Arts et al. 2018). However, because innate 
immunity lacks memory, adaptive immunity is required 
to achieve long-term protection. Adaptive immunity 
involves lymphocytes, encompassing T cells activated 
by APCs and B cells maturing into antibody-secreting 
plasma cells (Marshall et al. 2018). IL-6 acts as a bridge 
between innate and adaptive immune responses by 
driving the maturation of naïve CD4+ and CD8+ T cells 
(Scheller et al. 2011), while TNF-α supports the acti-
vation of T and B lymphocytes through macrophage- 
and NK cell-mediated pathways (Silva et al. 2019).  
In the present study, a DNA vaccine encoding the  
SARS-CoV-2 spike (S) protein was tested; however, 
similar to other DNA vaccines, its immunogenicity 
was found to be limited due to inefficient cellular up-
take (Hayat Khan 2013; Smith et al. 2020; Eusébio 
et al. 2021; Narayanan et al. 2022; Ledesma-Feliciano  
et al. 2023). To address this concern, we used liposome-
based adjuvants to protect the DNA vaccine from deg-
radation, enhance immune responses, and maintain low 
toxicity (Tretiakova and Vodovozova 2022; Lu and Qi 
2021). Liposomes possess strong immunostimulatory 
potential, good biocompatibility, and high antigen en-
capsulation capacity (Tretiakova and Vodovozova 2022; 
Negari et al. 2025; Lu and Qi 2021); moreover, they 
have been widely utilized as delivery vehicles to stimu-
late immune responses in SARS-CoV-2 vaccines (Lee  
et al. 2015). However, because their phospholipid mem-
branes are structurally fragile (Pasarin et al. 2023), sta-
bilizers such as PEI are required to prevent their struc-
tural disintegration (Liang et al. 2019; Dai et al. 2020; 
Sriwidodo et al. 2022; Pasarin et al. 2023). Although 
PEI25k improves DNA condensation and endosomal 
escape, it is also cytotoxic. This effect can be mitigat-
ed by cholesterol, which stabilizes the membrane and 
neutralizes excess PEI25k charges (Song et al. 2012;  
Jia et al. 2013), while DOTAP further enhances DNA 

complexation and delivery (Miatmoko et al. 2023). 
Recent vaccine studies also emphasize that adjuvant 
selection strongly influences cytokine and T cell out-
comes; for example, a heat-killed Caulobacter crescentus-
based adjuvant enhanced mucosal and systemic T cell 
responses in a SARS-CoV-2 vaccine (Patel et al. 2025). 
Likewise, novel lipid-based adjuvants could modulate 
IL-6 and TNF-α levels while sustaining antigen-specific 
immunity (Harberts et al. 2025); these reports support 
our findings regarding the importance of well-formulat-
ed liposomal composition. Consistent with these mech-
anisms, our results showed that the PEI25k : DOTAP : 
cholesterol (2 : 1 : 1) + DNA formulation significantly re-
duced IL-6 and TNF-α expression levels compared to con-
trols, indicating effective immune modulation (Figure 1). 
In contrast, the positive controls – Freund’s adjuvant 
+ DNA or HGB – produced persistently high cytokine 
levels, suggesting uncontrolled inflammation and poor 
memory response development. The reduction in cyto-
kine expression levels following liposomal formulation 
administration suggests a more regulated inflamma-
tory response, potentially favoring immune memory 
formation. This observation aligns with the broader 
use of PEI as vaccine carriers, as they exhibit good bio-
compatibility, stability, and low toxicity while facilitat-
ing efficient antigen delivery in DNA vaccines (Franck 
et al. 2021).

Cytokines are key mediators of both inflammation 
and adaptive immune responses (Hagan and Pulen-
dran 2018). Elevated IL-6 and TNF-α levels reflect im-
mune activation involving both humoral and cellular 
responses (Bergamaschi et al. 2021). The finding that 
the PEI25k : DOTAP : cholesterol (2 : 1 : 1) formulation 
exhibits immunosuppressive effects by reducing TNF-α 
and IL-6 levels is potentially interesting. This indicates 
that the formulation could help mitigate the inflamma-
tory adverse effects commonly associated with DNA 
vaccines. The PEI25k : DOTAP : cholesterol (2 : 1 : 1) 
formulation also appears to have immunostimulatory 
effects, as evidenced by an increase in immune cell 
populations. Our results confirm that liposomal formu-
lations can modulate these cytokines, consistent with 
reports that spike protein-induced cytotoxicity elevates 
IL-6 and TNF-α levels (Mulchandani et al. 2021; Liu  
et al. 2022; Queiroz et al. 2022; Kao et al. 2022), while 
liposome-based vaccines mitigate this effect by regulat-
ing immune activation (Gregoriadis 2021; Abhyankar  
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et al. 2021; Ober Shepherd et al. 2024). This is particu-
larly relevant because IL-6 overexpression contributes 
to the cytokine storm syndrome in severe COVID-19 
cases (Liang et al. 2020), while TNF-α overexpression 
is associated with tissue damage and chronic inflam-
mation (Arunachalam et al.). Moreover, SARS-CoV-2 
induces macrophages to release IL-6 that drives lym-
phocyte necrosis; the virus also neutralizes the ac-
tivity of spleens and lymph nodes through infection 
of tissue-resident CD169+ macrophages, highlighting 
the importance of vaccine formulations that can control 
hyperinflammation (Feng et al. 2020). These findings 
demonstrate that the PEI25k : DOTAP : cholesterol  
(2 : 1 : 1) + DNA formulation robustly activates innate 
immunity, modulates inflammation, and promotes adap-
tive memory formation. These properties demonstrates 
the potential of PEI25k : DOTAP : cholesterol (2 : 1 : 1) 
as the most effective liposome-based adjuvant system 
for a SARS-CoV-2 spike protein-encoding DNA vaccine.

As demonstrated by previous studies, peritoneal 
exudate cells and splenic cells harbor a rich population 
of immune markers, such as F4/80+ monocytes, which 
critically contribute to induce the activation of regula-
tory T cells and initiate systemic immune responses, 
highlighting their importance in modulating both in-
nate and adaptive immunity following antigen exposure 
(Cone and Pais 2009). Furthermore, leukocytes, includ-
ing monocytes, macrophages, dendritic cells, neutro-
phils, and lymphocytes (NK and T cells), express CD 
molecules on their surfaces, which are essential for de-
tecting environmental threats and mediating immune 
cell interactions (Kalina et al. 2019). These CD mole
cules are commonly used as cell surface markers to 
identify and quantify leukocyte populations and specific  
lymphocyte subsets by using fluorochrome-labeled anti
bodies and flow cytometry. Thus, detecting the pre
sence of these leukocytes is crucial in studies aiming 
to identify immune responses following vaccination. 
Accordingly, the present study analyzed leukocyte and 
lymphocyte marker expression from mouse peritoneal 
exudates following the administration of various DNA-
liposome vaccine formulations. Flow cytometry was 
used to detect five surface markers, namely CD4, CD8, 
CD11b, CD14, and CD45, which were chosen to assess 
both innate and adaptive immune responses. These leu-
kocytes express surface molecules (Kalina et al. 2019), 
commonly used as cell surface markers to identify and 

quantify leukocyte populations and specific lymphocyte 
subsets associated with cellular function using fluoro-
chrome-labeled antibodies and flow cytometry. 

The results of flow cytometry analysis (Figure 2) 
showed significant leukocyte activation in the PEI25k : 
DOTAP : cholesterol (2 : 1 : 1) + DNA group, indicat-
ing that antigen exposure stimulated immune cell 
production (Kalina et al. 2019; Kostinov et al. 2020). 
CD4 serves as a marker for lymphocytes, particularly  
T helper cells, which are essential for adaptive immu-
nity (WØrzner et al. 2021). High CD4 expression in this 
group suggests the induction of lymphocytes, including 
T cells, thus reflecting an active immune response; this 
finding is consistent with the immunostimulatory effects 
of liposomal adjuvants in SARS-CoV-2 vaccines (Wang 
et al. 2019; Abhyankar et al. 2021; Ober Shepherd et al. 
2024). CD11b+ and CD14+ cells reflect the activation 
of innate immune cells, particularly myeloid cells such 
as macrophages, neutrophils, and dendritic cells. In 
the present study, the population of CD11b+-expressing 
cells was the highest in the PEI25k : DOTAP : cholesterol 
(2 : 1 : 1) + DNA group, indicating the activation of mac-
rophages and APCs, which are crucial for initiating im-
mune responses (Lakschevitz et al. 2016; Buoninfante 
et al. 2024). This observation agrees with prior studies 
showing increased CD11b expression following SARS-
CoV-2 vaccination (Vitallé et al. 2022; Acosta-Altamirano 
et al. 2022). The expression of CD14, a TLR4 co-receptor, 
also increased, suggesting the activation of phagocytes 
in response to vaccine antigen recognition (Newton and 
Dixit 2012). Macrophages and dendritic cells, activated 
shortly following antigen exposure, act as primary effec-
tors of innate immunity (Newton and Dixit 2012); this 
suggests that the PEI25k : DOTAP : cholesterol (2 : 1 : 1) 
formulation successfully triggered innate immunity in 
mice. The population of CD45+-expressing leukocytes 
was also high in the PEI25k : DOTAP : cholesterol  
(2 : 1 : 1) + DNA group (Figure 3). Because CD45 is 
a marker for lymphocytes (Kalina et al. 2019; Amon et al. 
2023), these findings support previous reports that 
SARS-CoV-2 DNA vaccines can induce lymphocyte forma-
tion essential for adaptive immunity (Silva et al. 2019).

In addition to cell characterization, dual-marker 
analysis was conducted to assess leukocyte populations 
in each treatment group. The findings showed that 
PEI25k : DOTAP : cholesterol (2 : 1 : 1) + DNA elicited 
the strongest immune activation across multiple double- 
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positive subsets, including CD4+CD8+, CD4+CD11b+, 
CD4+CD14+, CD4+CD45+, and CD8+CD11b+ cells (Fig- 
ure 3); this observation is consistent with previous re-
ports that SARS-CoV-2 vaccines require coordinated 
activation of both T-cell and myeloid compartments for 
optimal protection (Shim et al. 2010; Nugent 2022). 
The increase in CD4+CD8+ cell populations reflects bal-
anced stimulation of helper and cytotoxic T cell path-
ways, highlighting the crucial role of lymphocytes in 
memory formation (Rabaan et al. 2021). For instance, 
Weiskopf et al. (2020) found that SARS-CoV-2-specific 
CD4+ and CD8+ T cells emerge early and their popula-
tions expand during infection, while Grifoni et al. (2020) 
showed that, in most convalescent patients, broad 
T cell responses targeting spike, membrane, and nu-
cleocapsid proteins are generated. Braun et al. (2020) 
also identified spike-reactive CD4+ T cells in both in-
fected patients and unexposed donors, and Sa³kowska 
et al. (2020) observed that SARS-CoV-2 antigens in-
duce strong Th1-type cytokine secretion in human  
T cells, confirming that SARS-CoV-2 consistently elicits 
robust helper and cytotoxic T cell responses; these 
results highlight the essential contribution of T cells 
to viral clearance and long-term protective immunity. 
According to a previous study, CD8+ T cells isolated 
from mouse spleen were found to perform essential 
functions in regulating immune responses, particularly 
in suppressing delayed-type hypersensitivity through 
mechanisms associated with immune tolerance 
(D’Orazio and Niederkorn 1998). This finding supports 
the relevance of splenic CD8+ populations as key effec-
tors in modulating antigen-specific responses following 
vaccination, consistent with evidence that SARS-CoV-2- 
specific CD8+ T cells contribute to virus elimination 
and long-term immunity (Iwasaki and Medzhitov 2015; 
Silveira et al. 2021; Tiyo et al. 2021). The increase in 
CD4+CD11b+ and CD4+CD14+ population subsets sug-
gests enhanced T cell interaction with myeloid-derived 
cells, facilitating effective antigen presentation and in-
flammatory signaling. Likewise, the considerable expan-
sion of CD4+CD45+ and CD8+CD11b+ subsets indicates 
broad leukocyte involvement and enhanced cytotoxic ac-
tivity, supporting effective bridging of  innate and adap-
tive immune responses; this observation further empha-
sizes the importance of balanced leukocyte activation in 
achieving durable immunogenicity against SARS-CoV-2 
(Merad and Martin 2020; Choudhary et al. 2024). 

Complementary results presented in Figure 4 fur-
ther confirmed the potency of this formulation, 
with a marked increase in CD8+CD14+, CD8+CD45+, 
CD11b+CD14+, CD4+CD11b+, and CD45+CD14+ cells. 
These profiles reflect robust cytotoxic T cell activation 
and strong monocyte and macrophage response, which 
are critical for antigen uptake, processing, and cytokine 
release; moreover, the observed patterns are consistent 
with the findings that effective SARS-CoV-2 vaccines re-
quire coordinated activation of cytotoxic and myeloid 
compartments (Gómez-Rial et al. 2020; McElvaney  
et al. 2020). The integration of T cell and myeloid ac-
tivation suggests that PEI25k : DOTAP : cholesterol 
effectively promotes immune synergy, driving both cel-
lular cytotoxicity and innate inflammatory responses, 
including IL-6 and TNF-α production; this is in line 
with previous results highlighting that SARS-CoV-2- 
induced protection is strongly associated with T cell and 
cytokine-mediated immunity (Ye et al. 2020; Darif et al. 
2021; Kutumbetov et al. 2024). Mechanistically, the  
enhanced immunogenicity observed in the PEI25k : 
DOTAP : cholesterol (2 : 1 : 1) + DNA group can be 
attributed to the complementary functions of its com-
ponents. PEI25k is a cationic polymer that efficiently 
condenses DNA, facilitating cellular uptake and endo-
somal escape, while cholesterol contributes to lipo-
some stability and membrane fusion, ensuring efficient 
antigen delivery. Collectively, this balanced formulation 
enhances antigen presentation and immune cell ac-
tivation while minimizing cytotoxicity that may occur 
due to a high PEI concentration, further emphasiz-
ing its potential as a vaccine adjuvant for SARS-CoV-2 
DNA vaccine development (Haensler 2010; Liang et al. 
2020; Ndwandwe and Wiysonge 2021; Zhao et al. 2023).  
In summary, liposome-based adjuvants exhibit strong 
immunogenicity, which can enhance the efficacy of 
SARS-CoV-2 spike protein-encoding DNA vaccines, 
thereby ensuring more effective induction of protective 
and long-lasting immune responses.

Conclusions

The present study demonstrated that liposome-
based adjuvant formulations incorporating PEI25k, 
DOTAP, and cholesterol effectively enhanced the immune 
response induced by a SARS-CoV-2 spike protein-encod-
ing DNA vaccine. The formulation promoted both innate 
and adaptive immunity, as evidenced by elevated expres-
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sion of pro-inflammatory cytokines (IL-6 and TNF-α) 
and robust activation of leukocytes. Specifically, the 
populations of CD4+ T cells, CD8+ T cells, CD11b+ mye- 
loid cells, CD14+ monocytes/macrophages, and CD45+ 
leukocytes were significantly increased, indicating the 
engagement of a broad range of immune cells across 
critical cellular subsets. These results highlight the 
ability of liposomal carriers to improve DNA delivery, 
enhance antigen presentation, and balance pro-inflam-
matory signaling while minimizing cytotoxicity. Overall, 
the findings indicate that liposome-based adjuvants are 
promising platforms, in terms of safety and efficacy, for 
developing DNA vaccines against SARS-CoV-2. Notably, 
the PEI25k : DOTAP : cholesterol (2 : 1 : 1) formulation 
shows strong immunogenicity, which improves the ef-
ficacy of the SARS-CoV-2 spike protein-encoding DNA 
vaccine, thus confirming that this formulation could be 
used as a promising candidate adjuvant in future vaccine 
development.

Author contribution

Conceptualization: I.P.N. Data analysis and interpretation: 
A.N.K., C.M.S., I.F., and S.P. Methodology and investigation: 
I.P.N. Writing-original draft: A.N.K., and I.P.N. Writing-review 
& editing, English proof-read: A.N.S., I.P.N., and T. Supervi-
sion: I.P.N. Final approval of the article: I.P.N. All authors 
have read and agreed to the published version of the manu-
script.

Conflict of interest 

The authors declare that they have no conflict of interest.

Funding

This study was supported through the RIIM Kompetisi by 
Badan Riset dan Inovasi Nasional (BRIN) and Lembaga 
Pengelola Dana Pendidikan (LPDP) (No.B-9774/II.7.5/
FR.00.03/12/2025&No.B-11374/III.9/FR.00.03/12/2025) 
and PUTI Grant Research (NKB-431/UN2.RST/HKP.05.00/ 
2024).

References

Abhyankar MM, Mann BJ, Sturek JM, Brovero S, Moreau GB, 
Sengar A, Richardson CM, Agah S, Pomés A, Kasson PM, 
et al. 2021. Development of COVID-19 vaccine using a dual 
Toll-like receptor ligand liposome adjuvant. NPJ Vaccines. 
6(1): 137. https://doi.org/10.1038/s41541-021-00399-0.

Acosta-Altamirano G, Garduño-Javier E, Hernández-Gómez V, 
Espinosa JA, Vaca-Paniagua F, Rodríguez-Sosa M, Juárez-
Avelar I, Terrazas LI, Bravata-Alcántara JC, Sierra-Martínez 
M, Olguín JE. 2022. Dual activation profile of monocytes 
is associated with protection in Mexican patients during 
SARS-CoV-2 disease. Appl Microbiol Biotechnol. 106(23): 
7905–7916. https://doi.org/10.1007/s00253-022-12256-8.

Aida V, Pliasas VC, Neasham PJ, North JF, McWhorter KL, 
Glover SR, Kyriakis CS. 2021. Novel vaccine technologies 
in veterinary medicine: a herald to human medicine vac-
cines. Front Vet Sci. 8: 654289. https://doi.org/10.3389/
fvets.2021.654289.

Amon L, Dudziak D, Backer RA, Clausen BE, Gmeiner C, 
Heger L, Jacobi L, Lehmann CHK, Probst HC, Seichter A, 
et al. 2023. Guidelines for DC preparation and flow cyto
metry analysis of mouse lymphohematopoietic tissues.  
Eur J Immunol. 53(12): e2249893. https://doi.org/10.1002/
eji.202249893.

Arts RJW, Moorlag SJCFM, Novakovic B, Li Y, Wang SY, Oost-
ing M, Kumar V, Xavier RJ, Wijmenga C, Joosten LAB, et al. 
2018. BCG vaccination protects against experimental viral 
infection in humans through the induction of cytokines as-
sociated with trained immunity. Cell Host Microbe. 23(1): 
89–100.e5. https://doi.org/10.1016/j.chom.2017.12.010.

Arunachalam PS, Wimmers F, Ka Pun Mok C, P M Pere- 
ra RA, Scott M, Hagan T, Sigal N, Feng Y, Bristow L, Tak-
Yin Tsang O, et al. Systems biological assessment of immu-
nity to mild versus severe COVID-19 infection in humans. 
Science. 369(6508): 1210–1220. https://doi.org/10.1126/
science.abc6261.

Bergamaschi C, Terpos E, Rosati M, Angel M, Bear J, Stellas D, 
Karaliota S, Apostolakou F, Bagratuni T, Patseas D, et al. 
2021. Systemic IL-15, IFN-γ, and IP-10/CXCL10 signature 
associated with effective immune response to SARS-CoV-2 
in BNT162b2 mRNA vaccine recipients. Cell Rep. 36(6): 
109504. https://doi.org/10.1016/j.celrep.2021.109504.

Braun J, Loyal L, Frentsch M, Wendisch D, Georg P, Kurth F, 
Hippenstiel S, Dingeldey M, Kruse B, Fauchere F, et al. 
2020. SARS-CoV-2-reactive T cells in healthy donors and 
patients with COVID-19. Nature 587(7833): 270–274. 
https://doi.org/10.1038/s41586-020-2598-9.

Briuglia ML, Rotella C, McFarlane A, Lamprou DA. 2015. 
Influence of cholesterol on liposome stability and on in 
vitro drug release. Drug Deliv Transl Res. 5(3): 231–242. 
https://doi.org/10.1007/s13346-015-0220-8.

Buoninfante A, Andeweg A, Genov G, Cavaleri M. 2024. 
Myocarditis associated with COVID-19 vaccination. NPJ 
Vaccines. 9(1): 122. https://doi.org/10.1038/s41541-024-
00893-1.

Chen LD, Hu L, Song Y, Huang YP, Yang SJ, Yang J, Zhang XB. 
2022. Role of serum IL-6 and TNF-α in coronavirus dis-
ease 2019 (COVID-19) associated renal impairment. Eur J 
Inflamm. 20. https://doi.org/10.1177/1721727X221126117.

Choudhary V, Khatri PK, Khinvasara P, Aseri GK, Jain N. 
2024. Assessment of neutralizing antibodies against  
COVID-19: the impact of vaccination in Western Rajasthan. 
Indian J Clin Biochem. https://doi.org/10.1007/s12291-
024-01258-0.

Ciesielska A, Matyjek M, Kwiatkowska K. 2021. TLR4 and 
CD14 trafficking and its influence on LPS-induced pro- 
inflammatory signaling. Cell Mol Life Sci. 78(4): 1233–
1261. https://doi.org/10.1007/s00018-020-03656-y.

Cone RE, Pais R. 2009. Ophthalmology and Eye Diseases An-
terior chamber-Associated Immune Deviation (AcAID): 
an acute response to ocular insult protects from future 
immune-mediated damage. Ophthalmol Eye Dis. 1: OED–
S2858. https://doi.org/10.4137/oed.s2858.



16 Indira P. Negari, Azka N. Khoerunnisa, Tarwadi, Anissa N. Sari, Sabar Pambudi, Irvan Faizal, Cindy M. Septani

Courtney AH, Shvets AA, Lu W, Griffante G, Mollenauer M, 
Horkova V, Lo WL, Yu S, Stepanek O, Chakraborty AK, 
Weiss A. 2019. CD45 functions as a signaling gatekeeper 
in T cells. Sci Signal. 12(604): eaaw8151. https://doi.org/ 
10.1126/scisignal.aaw8151.

Dai CC, Yang J, Hussein WM, Zhao L, Wang X, Khalil ZG, 
Capon RJ, Toth I, Stephenson RJ. 2020. Polyethylenimine: 
an intranasal adjuvant for liposomal peptide-based sub-
unit vaccine against group A Streptococcus. ACS Infect  
Dis. 6(9): 2502–2512. https://doi.org/10.1021/acsinfecdis. 
0c00452.

Darif D, Hammi I, Kihel A, El Idrissi Saik I, Guessous F, Akarid 
K. 2021. The pro-inflammatory cytokines in COVID-19 
pathogenesis: What goes wrong? Microb Pathog. 153: 
104799. https://doi.org/10.1016/j.micpath.2021.104799.

Delmonte OM, Fleisher TA. 2019. Flow cytometry: surface 
markers and beyond. J Allergy Clin Immunol. 143(2):  
528–537. https://doi.org/10.1016/j.jaci.2018.08.011.

Dhall A, Patiyal S, Sharma N, Usmani SS, Raghava GPS. 
2021. Computer-aided prediction and design of IL-6 induc-
ing peptides: IL-6 plays a crucial role in COVID-19. Brief 
Bioinform. 22(2): 936–945. https://doi.org/10.1093/bib/
bbaa259.

D’Orazio TJ, Niederkorn JY. 1998. Splenic B cells are required 
for tolerogenic antigen presentation in the induction of 
anterior chamber-associated immune deviation (ACAID). 
Immunology. 95(1): 47–55. https://doi.org/10.1046/j.1365-
2567.1998.00581.x.

Eusébio D, Neves AR, Costa D, Biswas S, Alves G, Cui Z, 
Sousa Â. 2021. Methods to improve the immunogenic-
ity of plasmid DNA vaccines. Drug Discov Today. 26(11): 
2575–2592. https://doi.org/10.1016/j.drudis.2021.06.008.

Facciolà A, Visalli G, Laganà A, Di Pietro A. 2022. An over-
view of vaccine adjuvants: current evidence and future 
perspectives. Vaccines (Basel) 10(5): 819. https://doi.org/ 
10.3390/vaccines10050819.

Fan J, Jin S, Gilmartin L, Toth I, Hussein WM, Stephenson RJ. 
2022. Advances in infectious disease vaccine adjuvants. 
Vaccines (Basel). 10(7): 1120. https://doi.org/10.3390/
vaccines10071120.

Feng Z, Diao B, Wang R, Wang G, Chenhui W, Tan Y, Liu L, 
Changsong W, Ying L, Yueping L, et al. 2020. The novel 
Severe Acute Respiratory Syndrome Coronavirus 2 (SARS-
CoV-2) directly decimates human spleens and lymph 
nodes. MedRxiv. 2020–03. https://doi.org/10.1101/2020. 
03.27.20045427.

Franck CO, Fanslau L, Bistrovic Popov A, Tyagi P, Fruk L. 
2021. Biopolymer-based carriers for DNA vaccine design. 
Angew Chem Int Ed. 60(24): 13225–13243. https://doi.
org/10.1002/anie.202010282.

Garcia C, Andersen CJ, Blesso CN. 2023. The role of lipids 
in the regulation of immune responses. Nutrients 15(18): 
3899. https://doi.org/10.3390/nu15183899.

Gary EN, Weiner DB. 2020. DNA vaccines: prime time is now. 
Curr Opin Immunol. 65: 21–27. https://doi.org/10.1016/ 
j.coi.2020.01.006.

Ghulam U, Nazim F, Farooqui N, Rizwan-Ul-Hasan S, An- 
war MF, Ahmed K, Jamal A, Kayani HA, Mughal N, Hus-
sain A, et al. 2022. Analysis of differential gene expres-
sion of pro-inflammatory cytokines in the nasopharyngeal 

milieu of mild & severe COVID-19 cases. PLoS One. 17: 
e0279270. https://doi.org/10.1371/journal.pone.0279270.

Gómez-Rial J, Rivero-Calle I, Salas A, Martinón-Torres F. 2020. 
Role of monocytes/macrophages in COVID-19 pathoge
nesis: implications for therapy. Infect Drug Resist. 13: 
2485–2493. https://doi.org/10.2147/IDR.S258639.

Goodwin J, Laslett AL, Rugg-Gunn PJ. 2020. The applica-
tion of cell surface markers to demarcate distinct hu-
man pluripotent states. Exp Cell Res. 387(1). https://doi.
org/10.1016/j.yexcr.2019.111749.

Gorham J, Moreau A, Corazza F, Peluso L, Ponthieux F, Ta-
lamonti M, Izzi A, Nagant C, Djangang NN, Garufi A, et 
al. 2020. Interleukine-6 in critically ill COVID-19 patients: 
a retrospective analysis. PLoS One. 15(12 12). https://doi.
org/10.1371/journal.pone.0244628.

Gregoriadis G. 2021. Liposomes and mRNA: two technologies 
together create a COVID-19 vaccine. Med Drug Discov. 
12: 100104. https://doi.org/10.1016/j.medidd.2021.100104.

Grifoni A, Weiskopf D, Ramirez SI, Mateus J, Dan JM, Moder-
bacher CR, Rawlings SA, Sutherland A, Premkumar L, Jadi 
RS, et al. 2020. Targets of T cell responses to SARS-CoV-2 
Coronavirus in humans with COVID-19 disease and unex-
posed individuals. Cell. 181(7): 1489–1501.e15. https://
doi.org/10.1016/j.cell.2020.05.015.

Haensler J. 2010. Liposomal adjuvants: preparation and for-
mulation with antigens. Methods Mol Biol. 626: 73–90. 
https://doi.org/10.1007/978-1-60761-585-9_6.

Hagan T, Pulendran B. 2018. Will systems biology deliver 
its promise and contribute to the development of new or 
improved vaccines?: From data to understanding through 
systems biology. Cold Spring Harb Perspect Biol. 10(8). 
https://doi.org/10.1101/cshperspect.a028894.

Harberts EM, Fields JK, Hunat JCS, Otteni DM, Gardner FM, 
Varisco DJ, Sundberg EJ, Snyder GA, Ernst RK. 2025. Lip-
id A mimetic BECC438 potentiates durable and balanced 
antibody responses in an ovalbumin murine model of vac-
cination. Immunohorizons. 9(10). https://doi.org/10.1093/
immhor/vlaf038.

Hayat Khan K. 2013. DNA vaccines: roles against diseases. 
Germs. 3(1): 26. https://doi.org/10.11599/germs.2013. 
1034.

Iwasaki A, Medzhitov R. 2015. Control of adaptive immunity by 
the innate immune system. Nat Immunol. 16(4): 343–353. 
https://doi.org/10.1038/ni.3123.

Jahanafrooz Z, Baradaran B, Mosafer J, Hashemzaei M, 
Rezaei T, Mokhtarzadeh A, Hamblin MR. 2020. Com-
parison of DNA and mRNA vaccines against cancer. Drug 
Discov Today. 25(3): 552–560. https://doi.org/10.1016/ 
j.drudis.2019.12.003.

Jia L, Li Z, Zhang D, Zhang Q, Shen J, Guo H, Tian X, Liu G, 
Zheng D, Qi L. 2013. Redox-responsive catiomer based 
on PEG-ss-chitosan oligosaccharide-ss- polyethylenimine 
copolymer for effective gene delivery. Polym Chem. 4(1): 
156–165. https://doi.org/10.1039/c2py20781h.

Jin M, Shi N, Wang M, Shi C, Lu S, Chang Q, Sha S, Lin Y, 
Chen Y, Zhou H, Liang K, Huang X, Shi Y, Huang G. 2020. 
CD45: a critical regulator in immune cells to predict severe 
and non-severe COVID-19 patients. Aging (Albany NY). 
12(20): 19867–19879.



17Effect of PEI25k/DOTAP/cholesterol liposomal formulation on the immunogenicity of SARS-CoV-2 spike protein-encoding DNA vaccine

Kaddah S, Khreich N, Kaddah F, Charcosset C, Greige- 
Gerges H. 2018. Cholesterol modulates the liposome mem-
brane fluidity and permeability for a hydrophilic molecule. 
Food Chem Toxicol. 113: 40–48. https://doi.org/10.1016/ 
j.fct.2018.01.017.

Kalina T, Fišer K, Pérez-Andrés M, Kužílková D, Cuenca 
M, Bartol SJW, Blanco E, Engel P, van Zelm MC. 2019.  
CD maps – dynamic profiling of CD1–CD100 surface 
expression on human leukocyte and lymphocyte sub-
sets. Front Immunol. 10. https://doi.org/10.3389/fimmu. 
2019.02434.

Kang S, Narazaki M, Metwally H, Kishimoto T. 2020. His-
torical overview of the interleukin-6 family cytokine. J Exp 
Med. 217(5). https://doi.org/10.1084/jem.20190347.

Kao MS, Yang JH, Balasubramaniam A, Traisaeng S, Jack-
son Yang A, Yang JJ, Salamon BP, Herr DR, Huang CM. 
2022. Colonization of nasal cavities by Staphylococcus 
epidermidis mitigates SARS-CoV-2 nucleocapsid phospho-
protein-induced interleukin (IL)-6 in the lung. Microb Bio-
technol. 15(7): 1984–1994. https://doi.org/10.1111/1751-
7915.13994.

Karwaciak I, Sa³kowska A, Karaœ K, Dastych J, Ratajewski M. 
2021. Nucleocapsid and spike proteins of the coronavirus 
sars-cov-2 induce il6 in monocytes and macrophages – po-
tential implications for cytokine storm syndrome. Vaccines. 
9(1): 1–10. https://doi.org/10.3390/vaccines9010054.

Korn T, Hiltensperger M. 2021. Role of IL-6 in the com-
mitment of T cell subsets. Cytokine. 146. https://doi.
org/10.1016/j.cyto.2021.155654.

Kostinov MP, Akhmatova NK, Khromova EA, Kostinova AM. 
2020. Cytokine profile in human peripheral blood mono-
nuclear leukocytes exposed to immunoadjuvant and adju-
vant-free vaccines against influenza. Front Immunol. 11. 
https://doi.org/10.3389/fimmu.2020.01351.

Kutumbetov L, Myrzakhmetova B, Tussipova A, Zhapparo- 
va G, Tlenchiyeva T, Bissenbayeva K, Zhapar K, Zhu-
gunissov K, Nurabayev S, Kerimbayev A. 2024. Safety and 
immunogenicity of the live attenuated vaccine QazCOVID-
Live against Coronavirus infection COVID-19: pre-clinical 
study results. Vaccines. 12(12). https://doi.org/10.3390/
vaccines12121401.

Lakschevitz FS, Hassanpour S, Rubin A, Fine N, Sun C, Glogau-
er M. 2016. Identification of neutrophil surface marker 
changes in health and inflammation using high-throughput 
screening flow cytometry. Exp Cell Res. 342(2): 200–209. 
https://doi.org/10.1016/j.yexcr.2016.03.007.

Ledesma-Feliciano C, Chapman R, Hooper JW, Elma K, Zeh-
rung D, Brennan MB, Spiegel EK. 2023. Improved DNA 
vaccine delivery with needle-free injection systems. Vac-
cines. 11(2). https://doi.org/10.3390/vaccines11020280.

Lee J, Arun Kumar S, Jhan YY, Bishop CJ. 2018. Engineering 
DNA vaccines against infectious diseases. Acta Biomater. 
80: 31–47. https://doi.org/10.1016/j.actbio.2018.08.033.

Lee Y, Lee YS, Cho SY, Kwon HJ. 2015. Perspective of pep-
tide vaccine composed of epitope peptide, CpG-DNA, 
and liposome complex without carriers. Adv Protein 
Chem Struct Biol. 99: 75–97. https://doi.org/10.1016/
bs.apcsb.2015.03.004.

Li B, Jones LL, Geiger TL. 2018. IL-6 promotes T Cell pro-
liferation and expansion under inflammatory conditions 

in association with low-level RORγt expression. J Immu-
nol. 201(10): 2934–2946. https://doi.org/10.4049/jimmu-
nol.1800016.

Liang X, Tang X, Yang J, Zhang J, Han H, Li Q. 2019. A genipin-
crosslinked protein–polymer hybrid system for the intra-
cellular delivery of ribonuclease A. Int J Nanomedicine. 14: 
7389–7398. https://doi.org/10.2147/IJN.S210486.

Liang Z, Zhu H, Wang X, Jing B, Li Z, Xia X, Sun H, Yang Y, 
Zhang W, Shi L, et al. 2020. Adjuvants for Coronavirus 
vaccines. Front Immunol. 11. https://doi.org/10.3389/
fimmu.2020.589833.

Lin MS, Chao TL, Chou YC, Yi Y, Chen CL, Huang KY,  
Chang SY, Yang PC. 2025. The ACE2 decoy receptor can 
overcome immune escape by rapid mutating SARS-CoV-2 
variants and reduce cytokine induction and clot formation. 
J Biomed Sci. 32(1). https://doi.org/10.1186/s12929-025-
01156-4.

Liu P, Chen G, Zhang J. 2022. A review of liposomes as a drug 
delivery system: current status of approved products, regu-
latory environments, and future perspectives. Molecules. 
27(4). https://doi.org/10.3390/molecules27041372.

Lofgren JLS, Foley PL, Golledge HDR. 2019. Anesthesia, anal-
gesia, and euthanasia. The Laboratory Rat. Elsevier. 699–
745. https://doi.org/10.1016/B978-0-12-814338-4.00017-9.

Lu WL, Qi XR. Liposome-Based Drug Delivery Systems.  
Berlin/Heidelberg, Germany: Springer.

Lu Y, Wu F, Duan W, Mu X, Fang S, Lu N, Zhou X, Kong W. 
2020. Engineering a “PEG-g-PEI/DNA nanoparticle-in- 
PLGA microsphere” hybrid controlled release system 
to enhance immunogenicity of DNA vaccine. Mater Sci 
Eng C Mater Biol Appl. 106. https://doi.org/10.1016/ 
j.msec.2019.110294.

Mallapaty, 2021. India’s DNA COVID vaccine is a first – more 
are coming. Nature 597: 161–162.

Marshall JS, Warrington R, Watson W, Kim HL. 2018. An in-
troduction to immunology and immunopathology. Allergy 
Asthma Clin Immunol. 14. https://doi.org/10.1186/s13223-
018-0278-1.

McElvaney OJ, McEvoy NL, McElvaney OF, Carroll TP, Mur-
phy MP, Dunlea DM, Choileáin ON, Clarke J, O’Connor E, 
Hogan G, et al. 2020. Characterization of the inflamma-
tory response to severe COVID-19 Illness. Am J Respir 
Crit Care Med. 202(6): 812–821. https://doi.org/10.1164/
rccm.202005-1583OC.

Medzhitov R. 2008. Origin and physiological roles of inflamma-
tion. Nature. 454(7203): 428–435. https://doi.org/10.1038/
nature07201.

Merad M, Martin JC. 2020. Pathological inflammation in pa-
tients with COVID-19: a key role for monocytes and mac-
rophages. Nat Rev Immunol. 20(6): 355–362. https://doi.
org/10.1038/s41577-020-0331-4.

Miatmoko A, Asmoro FH, Azhari AA, Rosita N, Huang CS. 
2023. The effect of 1,2-dioleoyl-3-trimethylammonium 
propane (DOTAP) addition on the physical characteris-
tics of β-ionone liposomes. Sci Rep. 13(1). https://doi.
org/10.1038/s41598-023-31560-5.

Mulchandani R, Lyngdoh T, Kakkar AK. 2021. Decipher-
ing the COVID-19 cytokine storm: Systematic review 
and meta-analysis. Eur J Clin Invest. 51(1). https://doi.
org/10.1111/eci.13429.



18 Indira P. Negari, Azka N. Khoerunnisa, Tarwadi, Anissa N. Sari, Sabar Pambudi, Irvan Faizal, Cindy M. Septani

Muthumani K, Block P, Flingai S, Muruganantham N, Chaait
hanya IK, Tingey C, Wise M, Reuschel EL, Chung C, 
Muthumani A, et al. 2016. Rapid and long-term immunity 
elicited by DNA-Encoded antibody prophylaxis and DNA 
vaccination against chikungunya virus. J Infect Dis. 214(3): 
369–378. https://doi.org/10.1093/infdis/jiw111.

Narayanan DKL, Djearamane S, Fuloria S, Kayarohanam S, 
Subramaniyan V, Sekar M, Fuloria NK. 2022. A review on 
DNA vaccines in pre-clinical trials against SARS-CoV-2.  
J Exp Biol Agric Sci. 10(3): 487–493. https://doi.org/10.1
8006/2022.10(3).487.493.

Ndwandwe D, Wiysonge CS. 2021. COVID-19 vaccines. Curr 
Opin Immunol. 71: 111–116. https://doi.org/10.1016/j.coi. 
2021.07.003.

Negari IP, Keshari S, Huang CM. 2021. Probiotic activity 
of Staphylococcus epidermidis induces collagen type i pro-
duction through FFAR2/P-ERK signaling. Int J Mol Sci. 
22(3): 1–14. https://doi.org/10.3390/ijms22031414.

Negari IP, Khoerunnisa AN, Tarwadi T, Sari AN, Chuang 
TH. 2025. Delivery and adjuvant: liposomes for SARS-
CoV-2 vaccines. BioTechnologia (Pozn). 106 https://doi.
org/10.5114/bta/207680.

Newton K, Dixit VM. 2012. Signaling in innate immunity 
and inflammation. Cold Spring Harb Perspect Biol. 4(3). 
https://doi.org/10.1101/cshperspect.a006049.

Nugent MA. 2022. The future of the COVID-19 pandemic: how 
good (or bad) can the SARS-CoV2 Spike protein get? Cells. 
11(5). https://doi.org/10.3390/cells11050855.

Ober Shepherd BL, Scott PT, Hutter JN, Lee C, McCauley MD, 
Guzman I, Bryant C, McGuire S, Kennedy J, Chen WH,  
et al. 2024. SARS-CoV-2 recombinant spike ferritin 
nanoparticle vaccine adjuvanted with Army Liposome For-
mulation containing monophosphoryl lipid A and QS-21: 
a phase 1, randomised, double-blind, placebo-controlled, 
first-in-human clinical trial. Lancet Microbe. 5(6): e581–
e593. https://doi.org/10.1016/S2666-5247(23)00410-X.

Ordóñez-Gutiérrez L, Re F, Bereczki E, Ioja E, Gregori M, 
Andersen AJ, Antón M, Moghimi SM, Pei JJ, Masserini M, 
Wandosell F. 2015. Repeated intraperitoneal injections of 
liposomes containing phosphatidic acid and cardiolipin 
reduce amyloid-β levels in APP/PS1 transgenic mice. 
Nanomedicine. 11(2): 421–430. https://doi.org/10.1016/ 
j.nano.2014.09.015.

Parry PI, Lefringhausen A, Turni C, Neil CJ, Cosford R,  
Hudson NJ, Gillespie J. 2023. ‘Spikeopathy’: COVID-19 
Spike protein is pathogenic, from both virus and vaccine 
mRNA. Biomedicines. 11(8): 2287. https://doi.org/10.3390/ 
biomedicines11082287.

Pasarin D, Ghizdareanu AI, Enascuta CE, Matei CB, Bilbie C, 
Paraschiv-Palada L, Veres PA. 2023. Coating materials 
to increase the stability of liposomes. Polymers (Basel). 
15(3): 782. https://doi.org/10.3390/polym15030782.

Patel A, Digiandomenico A, Keller AE, Smith TRF, Park DH,  
Ramos S, Schultheis K, Elliott STC, Mendoza J, Brode- 
rick KE, et al. 2017. An engineered bispecific DNA-encod-
ed IgG antibody protects against Pseudomonas aeruginosa 
in a pneumonia challenge model. Nat Commun. 8(1): 637. 
https://doi.org/10.1038/s41467-017-00576-7.

Patel RS, Duque D, Bavananthasivam J, Hewitt M, Sandhu JK, 
Kumar R, Tran A, Agrawal B. 2025. Mixed lipopeptide-

based mucosal vaccine candidate induces cross-variant 
immunity and protects against SARS-CoV-2 infection in 
hamsters. Immunohorizons. 9(2): vlae011. https://doi.org/ 
10.1093/immhor/vlae011.

Pinti M, Appay V, Campisi J, Frasca D, Fülöp T, Sauce D, Larbi A, 
Weinberger B, Cossarizza A. 2016. Aging of the immune 
system: focus on inflammation and vaccination. Eur J Im-
munol. 46(10): 2286–2301. https://doi.org/10.1002/eji. 
201546178.

Pulendran B, S Arunachalam P, O’Hagan DT. 2021. Emerging 
concepts in the science of vaccine adjuvants. Nat Rev Drug 
Discov. 20(6): 454–475. https://doi.org/10.1038/s41573-
021-00163-y.

Queiroz MAF, Neves PFMD, Lima SS, Lopes JCD, Tor- 
res MKDS, Vallinoto IMVC, Bichara CDA, Dos Santos EF, 
de Brito MTFM, da Silva ALS, et al. 2022. Cytokine pro-
files associated with acute COVID-19 and long COVID-19 
syndrome. Front Cell Infect Microbiol. 12: 922422. https://
doi.org/10.3389/fcimb.2022.922422.

Rabaan AA, Al-Ahmed SH, Muhammad J, Khan A, Sule AA, 
Tirupathi R, Mutair A Al, Alhumaid S, Al-Omari A, Dha-
wan M, et al. 2021. Role of inflammatory cytokines in 
COVID-19 patients: a review on molecular mechanisms, 
immune functions, immunopathology and immunomodu-
latory drugs to counter cytokine storm. Vaccines. 9(5). 
https://doi.org/10.3390/vaccines9050436.

Redding L, Weiner DB. 2009. DNA vaccines in veterinary 
use. Expert Rev Vaccines. 8(9): 1251–1276. https://doi.
org/10.1586/erv.09.77.

Rosales C. 2020. Neutrophils at the crossroads of innate 
and adaptive immunity. J Leukoc Biol. 108(1): 377–396. 
https://doi.org/10.1002/JLB.4MIR0220-574RR.

Sa³kowska A, Karwaciak I, Karaœ K, Dastych J, Ratajewski M. 
2020. SARS-CoV-2 proteins induce IFN-γ in Th1 lym-
phocytes generated from CD4+ cells from healthy, unex-
posed Polish donors. Vaccines. 8(4): 1–10. https://doi.org/ 
10.3390/vaccines8040673.

Scheller J, Chalaris A, Schmidt-Arras D, Rose-John S. 2011. 
The pro- and anti-inflammatory properties of the cytokine 
interleukin-6. Biochim Biophys Acta Mol Cell Res. 1813(5): 
878–888. https://doi.org/10.1016/j.bbamcr.2011.01.034.

Schmid MC, Khan SQ, Kaneda MM, Pathria P, Shepard R, 
Louis TL, Anand S, Woo G, Leem C, Faridi MH, et al. 2018. 
Integrin CD11b activation drives anti-tumor innate immu-
nity. Nat Commun. 9(1): 5379. https://doi.org/10.1038/
s41467-018-07387-4.

Schmittgen TD, Livak KJ. 2008. Analyzing real-time PCR data 
by the comparative CT method. Nat Protoc. 3(6): 1101–
1108. https://doi.org/10.1038/nprot.2008.73.

Schoenmaker L, Witzigmann D, Kulkarni JA, Verbeke R, 
Kersten G, Jiskoot W, Crommelin DJA. 2021. mRNA-lipid 
nanoparticle COVID-19 vaccines: structure and stabi
lity. Int J Pharm. 601: 120586. https://doi.org/10.1016/ 
j.ijpharm.2021.120586.

Schultheiß C, Willscher E, Paschold L, Gottschick C, Klee B, 
Henkes SS, Bosurgi L, Dutzmann J, Sedding D, Frese T, 
et al. 2022. The IL-1β, IL-6, and TNF cytokine triad is as-
sociated with post-acute sequelae of COVID-19. Cell Rep 
Med. 3(6): 100663. https://doi.org/10.1016/j.xcrm.2022. 
100663.



19Effect of PEI25k/DOTAP/cholesterol liposomal formulation on the immunogenicity of SARS-CoV-2 spike protein-encoding DNA vaccine

Sefidi-Heris Y, Jahangiri A, Mokhtarzadeh A, Shahbazi M-A, 
Khalili S, Baradaran B, Mosafer J, Baghbanzadeh A, Heja-
zi M, Hashemzaei M, et al. Recent progress in the design 
of DNA vaccines against tuberculosis. Drug Discov Today. 
25(11): 1971–1987. https://doi.org/10.1016/j.

Sengupta A, Azharuddin M, Cardona ME, Devito C, von Cas-
telmur E, Wehlin A, Pietras Z, Sunnerhagen M, Selegård R, 
Aili D, et al. 2022. Intranasal Coronavirus SARS-CoV-2 
immunization with lipid adjuvants provides systemic and 
mucosal immune response against SARS-CoV-2 S1 Spike 
and nucleocapsid protein. Vaccines (Basel). 10(4): 504. 
https://doi.org/10.3390/vaccines10040504.

Shen Z, Fisher A, Liu WK, Li Y. 2018. 1 – PEGylated “stealth” 
nanoparticles and liposomes. Engineering of Biomaterials 
for Drug Delivery Systems: Beyond Polyethylene Glycol. 
1–26. https://doi.org/10.1016/B978-0-08-101750-0.00001-5.

Shim BS, Park SM, Quan JS, Jere D, Chu H, Song MK,  
Kim DW, Jang YS, Yang MS, Han SH, et al. 2010. Intranasal 
immunization with plasmid DNA encoding spike protein 
of SARS-coronavirus/polyethylenimine nanoparticles elicits 
antigen-specific humoral and cellular immune responses. 
BMC Immunol. 11: 65. https://doi.org/10.1186/1471-2172-
11-65.

Silva LB, dos Santos Neto AP, Maia SMAS, dos Santos Gui-
marães C, Quidute IL, Carvalho A de AT, Júnior SA, 
Leão JC. 2019. The role of TNF-α as a proinflammatory 
cytokine in pathological processes. Open Dent J. 13(1): 
332–338. https://doi.org/10.2174/1874210601913010332.

Silveira MM, Moreira GMSG, Mendonça M. 2021. DNA vac-
cines against COVID-19: perspectives and challenges. Life 
Sci. 267. https://doi.org/10.1016/j.lfs.2020.118919.

Smaoui MR, Yahyaoui H. 2021. Unraveling the stability land-
scape of mutations in the SARS-CoV-2 receptor-binding 
domain. Sci Rep. 11(1). https://doi.org/10.1038/s41598-
021-88696-5.

Smith TRF, Patel A, Ramos S, Elwood D, Zhu X, Yan J,  
Gary EN, Walker SN, Schultheis K, Purwar M, et al. 
2020. Immunogenicity of a DNA vaccine candidate for 
COVID-19. Nat Commun. 11(1). https://doi.org/10.1038/
s41467-020-16505-0.

Song H, Wang G, He B, Li L, Li C, Lai Y, Xu X, Gu Z. 2012. 
Cationic lipid-coated PEI/DNA polyplexes with improved 
efficiency and reduced cytotoxicity for gene delivery into 
mesenchymal stem cells. Int J Nanomedicine. 7: 4637–
4648. https://doi.org/10.2147/IJN.S33923.

Sriwidodo, Umar AK, Wathoni N, Zothantluanga JH, Das S, 
Luckanagul JA. 2022. Liposome-polymer complex for drug 
delivery system and vaccine stabilization. Heliyon. 8(2). 
https://doi.org/10.1016/j.heliyon.2022.e08934.

Tada R, Hidaka A, Iwase N, Takahashi S, Yamakita Y, Iwata T, 
Muto S, Sato E, Takayama N, Honjo E, et al. 2015. Intrana-
sal immunization with dotap cationic liposomes combined 
with DC-cholesterol induces potent antigen-specific muco-
sal and systemic immune responses in mice. PLoS One. 
10(10). https://doi.org/10.1371/journal.pone.0139785.

Tanaka T, Narazaki M, Kishimoto T. 2014. IL-6 in inflamma-
tion, immunity, and disease. Cold Spring Harb Perspect 
Biol. 6(10). https://doi.org/10.1101/cshperspect.a016295.

Tiyo BT, Schmitz GJH, Ortega MM, da Silva LT, de Almei-
da A, Oshiro TM, Duarte AJ da S. 2021. What happens 

to the immune system after vaccination or recovery from  
COVID-19? Life. 11(11): 1152. https://doi.org/10.3390/
life11111152.

Tretiakova DS, Vodovozova EL. 2022. Liposomes as Adjuvants 
and Vaccine Delivery Systems. Biochem (Mosc) Suppl 
Ser A Membr Cell Biol. 16(1). https://doi.org/10.1134/
S1990747822020076.

Vašíček J, Balazi A. 2015. Determination of lymphocyte subset 
distribution in the peripheral blood of rabbits immunized 
with CFA Proceedings of the International Symposium on 
Animal Science. Novi Sad, Serbia. 226–23.

Viana R, Moyo S, Amoako DG, Tegally H, Scheepers C, Al-
thaus CL, Anyaneji UJ, Bester PA, Boni MF, Chand M, 
et al. 2022. Rapid epidemic expansion of the SARS-CoV-2 
Omicron variant in southern Africa. Nature. 603(7902): 
679–686. https://doi.org/10.1038/s41586-022-04411-y.

Vitallé J, Pérez-Gómez A, Ostos FJ, Gasca-Capote C, Reyes 
Jiménez-León M, Bachiller S, Rivas-Jeremías I, Del Mar 
Silva-Sánchez M, Ruiz-Mateos AM, Ángeles Martín-
Sánchez M, et al. 2022. Immune defects associated with 
lower SARS-CoV-2 BNT162b2 mRNA vaccine response 
in aged people. JCI Insight. 7(17): e161045. https://doi.
org/10.1172/jci.

Wang N, Chen M, Wang T. 2019. Liposomes used as a vac-
cine adjuvant-delivery system: from basics to clinical im-
munization. J Control Release. 303: 130–150. https://doi.
org/10.1016/j.jconrel.2019.04.025.

Wang Z, Li W, Jiang Y, Park J, Gonzalez KM, Wu X, Zhang QY, 
Lu J. 2024. Cholesterol-modified sphingomyelin chimeric 
lipid bilayer for improved therapeutic delivery. Nat Com-
mun. 15(1). https://doi.org/10.1038/s41467-024-46331-7.

Weiskopf D, Schmitz KS, Raadsen MP, Grifoni A, Okba NMA, 
Endeman H, van den Akker JPC, Molenkamp R, Koop-mans 
MPG, van Gorp ECM, et al. 2020. Phenotype and kinetics 
of SARS-CoV-2-specific T cells in COVID-19 patients with 
acute respiratory distress syndrome. Sci Immunol. 5(48): 
eabd2071. https://doi.org/10.1126/sciimmunol.abd2071.

WØrzner K, Sheward DJ, Schmidt ST, Hanke L, Zimmermann J, 
McInerney G, Hedestam GBK, Murrell B, Christensen D, 
Pedersen GK. 2021. Adjuvanted SARS-CoV-2 spike protein 
elicits neutralizing antibodies and CD4 T cell responses 
after a single immunization in mice. EBioMedicine 63. 
https://doi.org/10.1016/j.ebiom.2020.103197.

Wu Z, Zhang Z, Lei Z, Lei P. 2019. CD14: Biology and role in 
the pathogenesis of disease. Cytokine Growth Factor Rev. 
48: 24–31. https://doi.org/10.1016/j.cytogfr.2019.06.003.

Yan W, Huang L. 2007. Recent advances in liposome-based 
nanoparticles for antigen delivery. Polymer Rev. 47(3): 
329–344. https://doi.org/10.1080/15583720701455020.

Ye Q, Wang B, Mao J. 2020. The pathogenesis and treatment 
of the ‘Cytokine Storm’’ in COVID-19. J Infect. 80(6):  
607–613. https://doi.org/10.1016/j.jinf.2020.03.037.

Zhao T, Cai Y, Jiang Y, He X, Wei Y, Yu Y, Tian X. 2023. Vaccine 
adjuvants: mechanisms and platforms. Signal Transduct 
Target Ther. 8(1). https://doi.org/10.1038/s41392-023- 
01557-7.

Zimmermann P, Curtis N. 2019. Factors that influence the im-
mune response to vaccination. Clin Microbiol Rev. 32(2). 
https://doi.org/10.1128/CMR.00084-18.


